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EXECUTIVE SUMMARY 

The Ingenuity Pathways Analysis (IPA) Integration Module enables life science researchers to access the high quality, 
detail-rich biological and chemical knowledge in IPA directly from their internal websites, applications, and gene 
catalogues, as well as from internal research reports, e-mails and other shared documents that are part of their daily 
research workflows.   This easy-to-implement module increases the utility of internal web sites, search portals, and 
research reports by providing direct links to the content and analysis capabilities in IPA, including details on individual 
genes or lists of genes, their interrelationships, their participation in well-characterized signaling and metabolic 
pathways, and in cellular and disease processes. 

>> For the Integration Module User Guide or to implement the Integration Module, please contact support@ingenuity.com.  
 
>> For a free IPA trial, click here. 

 

 

 

 

INTRODUCTION 

The IPA Integration Module (IPA-IM) provides simple, lightweight URLs to enable direct links from in-house 
bioinformatics and biological search applications, documents, and reports to the biological and chemical content and 
analysis capabilities in IPA.  By directly linking internal software and documents to IPA, biologists and chemists will be 
able to quickly traverse from the sites that they routinely use in their research workflows to: 

ω Rapidly gain biological insight and understanding from their experimental datasets by uploading and analyzing data 
in IPA that is stored internally in proprietary data warehouses and applications. 

ω Access a comprehensive overview of scientific findings for a given gene or chemical and obtain detailed 
information on those molecules including biological functions, molecular interactions and regulatory events, 
pathways, and pharmacological relevance. 

ω Review a comprehensive list of the supporting evidence for any relationship between two genes. 
ω Create and store new pathways from lists of genes. 
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