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IPA’s new microRNA Target Filter enables easy prioritization of 
experimentally validated and predicted mRNA targets from 
TargetScan, TarBase, miRecords, and the Ingenuity® Knowledge Base.  
It’s the only commercially available tool that lets you upload, analyze, 
prioritize, filter, and visualize microRNA-mRNA data and relationships, 
all within a single tool.  You can also leverage microRNA and mRNA 
data in combination with other types of ‘omics and high-throughput 
data for a fully integrated biological analysis. 
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Step 2 – Now you can view your data in the microRNA Target Filter. See below. You will see  microRNA names and 
symbols on the left (A), mRNA targets on the right (B), the source that describes the target relationship (C), and the 
confidence level of the predicted relationship (not relevant for experimentally demonstrated relationships) (D). 
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Step 1 – To start, select New MicroRNA Target Filter using the blue “new”  button at the top left of IPA.  The 
microRNA Target Filter will ask you to upload or select a microRNA dataset.   

A 

D C

B

Step 3 – Use the microRNA Target Filter to identify the relationships most biologically relevant to your experimental conditions. 

• athways, 
cell lines, molecules, and more.  This helps you identify the relationships most biologically relevant to your experimental conditions o
research focus.   

• Click on “Add/replace mRNA dataset” to focu

Click “Add Columns” within the table to include biological information about the targets such as species, diseases, tissues, p
r 

s on targets that have changed expression in your experiment.  You may use “Expression 
Pairing” to find microRNA and target pairs with opposite (or same) expression. 

o know what genes might be targeted by these 
microRNAs.  Once you’ve uploaded the microRNA data into IPA, use the microRNA Target Filter to focus on targets in cancer or cell 

 mRNA 

microRNA 
Target Filter 

® 

For example:  You have microRNA data from metastatic tumor samples and want t

growth signaling pathways.  If you also have mRNA data from a microarray experiment on the metastasis samples, you can add this
dataset and use expression pairing to focus on targets with expression changes that are opposite to the microRNAs. 

(See screenshot on next page) 
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You can filter a column down to 
selected criteria by using this icon 
at the top of each column: 

Above, columns have been added 
to show fold change, expression 
pairing, molecular type, and 
pathway.  This dataset has also 
been filtered to include particular 
molecular types, pathways, and 
expression pairings.  In this 
example, these filters took a list of 
13,690 targets from the data 
down to just 32 relevant targets 
for further exploration. 
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You can then use Path 
Designer to create a 
publication-quality 
model of microRNA 
effects – here we 
show effects on two 
key regulators in 
control of melanocyte 
signaling. 

5 You can click “Add to My Pathway” to send your filtered dataset 
to a pathway canvas and explore more biological relationships. 
Here, we have brought in connections between three key 
target genes of interest in our dataset using IPA’s Path Explorer 
tools. 

 

Learn more:  
Pre-recorded webinar: See the microRNA Target 
Filter in action with this dataset at: 
https://www1.gotomeeting.com/register/181586040  

Web page: Learn about how IPA can help you 
understand your microRNA data at: 
http://www.ingenuity.com/products/IPA/microRNA.html 

  


